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Phenotype File for NicSNP 

Variable

Codes

 Case


1=case



0=control

Sample_n

1=initial




2=replication

Sample_id

Rutgers cell id number



(used as unique individual id)

Age_n

Age of subject

Ftnd


Ftnd score (max of current and lifetime)

Site_n

1-4 = number of the collection site

Sex_n

1=male




2=female

Pool_assignment
Pool number if in initial sample
Genotype 
        Corresponding column in genotype dataset
