12DEC2014 (wbh): perlegen.* version 1.0 is no longer maintained per instruction from PI, see current version.  

Version 1.1: Sep 21, 2007 (wbh)
The perlegen_1929.sas7bdat dataset was renamed to perlegen_1929_ver1_1.sas7bdat and the following NIDA_IDs were corrected: 

	tc "Print " \f C \l 1

tc "Data Set WORK.CHECKIT " \f C \l 2Obs
	Rutgers ID
	incorrect NIDA ID
	correct NIDA ID

	1
	05NA20370
	22-0719050902
	22-0718050902

	2
	04NA13659
	23-043204001
	23-044204001

	3
	04NA14507
	23-060104001
	23-060704001

	4
	05NA21014
	24-0830050004
	24-0830050044

	5
	03NA11846
	24-1108031001
	24-1108036001


Documentation for version 1.0 (original version)
Phenotype File for NicSNP 

Variable

Codes

 Case


1=case



0=control

Sample_n

1=initial




2=replication

Sample_id

Rutgers cell id number



(used as unique individual id)

Age_n

Age of subject

Ftnd


Ftnd score (max of current and lifetime)

Site_n

1-4 = number of the collection site

Sex_n

1=male




2=female

Pool_assignment
Pool number if in initial sample
Genotype 
        Corresponding column in genotype dataset
